Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.055; wR factor = 0.117; data-to-parameter ratio = 15.1.
Related literature
For the biological activity of pyridinium derivatives, see: Sliwa & Mianowska (1989) . For hydrogen-bond definitions, see: Desiraju & Steiner (1999) . For the analysis of bond order, see: Ludvík et al. (2007) . For the Cambridge Structural Database (Version 5.30 and addenda up to 12th February 2009), see: Allen (2002 
Data collection
Rigaku R-AXIS RAPID-S diffractometer Absorption correction: none 7228 measured reflections 1599 independent reflections 1123 reflections with I > 2(I) R int = 0.052 Refinement R[F 2 > 2(F 2 )] = 0.055 wR(F 2 ) = 0.117 S = 1.11 1599 reflections 106 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.17 e Å À3 Á min = À0.20 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: RAPID-AUTO (Rigaku, 1998) ; cell refinement: RAPID-AUTO; data reduction: CrystalStructure (Rigaku/MSC, 2002) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: SHELXTL. 
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Comment It is known that pyridinium derivatives have antibacterial and fungicidal activities (Sliwa & Mianowska, 1989) . As 4amino-pyridinium-N-acetate contains both amino and carboxylate groups, it may form interesting hydrogen-bonded network. Therefore the crystal structure analysis of the title compound has been undertaken. The molecular structure of the title structure is shown in Fig. 1 . The dihedral angle between the planes of pyridinium ring and carboxymethylene fragment is 74.5°. Strong (Desiraju & Steiner, 1999) intermolecular N1-H1A···O2 i and N1-H1B···O2 ii (i: x + 1, -y + 1/2, z + 1/2;
ii: x + 1, y, z) hydrogen bonds form the zig-zagged layer perpendicular to [010] ( Fig. 2 ; Table 1 ), O2 is the acceptor of both amine hydrogens. In addition, weak hydrogen bonds between the pyridinium ring, methylene and the carboxylate groups, i.e. C4-H4···O1 iv and C6-H6A···O1 iv (iv: x, -y + 1/2, z + 1/2), are also involved in these layers. C3-H3···O1 iii (iii: -x, -y, -z) hydrogen bonds between the pyridinium ring and the carboxylate groups interconnect the neighbouring layers (Table 1) .
Experimental
A solution of 4-aminopyridine (5.46 g, 0.058 mol), 1-chloroacetic acid (13.1 g, 0.139 mol) and Na 2 CO 3 (16.6 g, 0.157 mol) in 110 ml of H 2 O was stirred for 3 h at 373 K. Then the solution was acidified by concentrated HCl to pH = 2. The solution was left overnight in a refrigerator, the precipitation was filtered, affording colourless block shaped (about 0.12 mm -0.14 mm) crystals of 4-amino-pyridinium-N-acetate.
Refinement
All the hydrogens were discernible in the difference electron density map. All the H atoms except the amine group were placed into the geometrically idealized positions and constrained to ride on their parent atoms with C methylene -H = 0.97 Å, C aryl -H = 0.93 Å. U iso (H) = 1.2U eq (C parent ). The distances N-H of the amine hydrogens were restrained to 0.86 (2) Å because this group is involved in the hydrogen bond pattern, the bond order of C1-N1 (1.331 (2) Å) is about 1.5 (Ludvík et al., 2007) and the result of the search in the Cambridge Crystallographic Structure Database (Allen, 2002; Version 5.30 and addenda up to 12th February 2009) gave the N amine -H···O about 160° as the most probable result. The displacement parameters of the amine hydrogens were constrained: U iso (H) = 1.2U eq (N). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0035 (6) 0.0012 (7) supplementary materials sup-4 O1 0.0358 (8) 0.0505 (10) 0.0352 (8) −0.0031 (7) 0.0089 (7) 0.0149 (7) O2 0.0214 (8) 0.0584 (10) 0.0354 (8) 0.0015 (7) 0.0038 (6) 0.0053 (7) Geometric parameters (Å, °) 
